Complete mitochondrial genome of the Taractes rubescens (Perciformes: Bramidae).
Taractes rubescens is a high vulnerable species which widely distributes in tropical and subtropical water in Pacific and Atlantic Ocean. The complete mitogenome sequence of T. rubescens was determined in this study. The complete mitogenome of T. rubescensis 16 720 bp in length, which contains 13 protein-coding genes, 22 transfer RNAs, 2 ribosomal RNAs and a control region (D-loop). Furthermore, base composition of A, C, G and T is estimated to be 27.6%, 30.9%, 15.8% and 25.7%, respectively. The complete mtDNA sequence of T. rubescens provides a useful data for studying on the molecular systematic, stock assessment and conservation genetics.